Use of real time leukaemia data to validate model predictions based on analyses and computer simulations.
Predictions arising out of a mathematical model that describes the expansion of leukaemia from a diffusion-orientated perspective are critiqued and validated by employing available real time data. Based on agreements found between model predictions and the data, but mindful of the limitations it presents, it is concluded that the model could be used to describe the dynamics of normal and abnormal cells in leukaemia. It is suggested that further studies of the behaviour of certain normal cell types in contrast to abnormal cells during leukaemic development could engender additional insights into leukaemia and its treatment.